FineTest

1. Open software "Curve Expertl.4", you can download in free from www.fn-test.com.
2. Create a standard curve by plotting the mean OD value for each standards on the Y-axis against

the concentration on the X-axis, as below:
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3.Click \EI button, as will be shown below:
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4 . Click [OK] button , as will be shown two dialog boxes, close the second dialog box,

[ CurveExpert 1.4 - [UNTITLED.DAT#] [=E=] & |
File Edit Data Interpolate Apply Fit Tools Window Help
D|RIS| &[m(@[< | kiwwefF 2|
X Y j Rank Regression
1 10 2.309 1 Polynomial Fit
== 2 Rational Function
2 3 1.29 3 MMF Model
3 25 0.763 4 Exp. Association (3]
| 5 Quadratic Fit
| 4 | 1.25 0.507 8  UserDefined Model
5 0.625 0.3 7 Linear Fit
e | 8 Gompertz Helation
L 0.313 0.209 a9 Exponential Association
7 0.156 0.163 10 Gaussian Model
11 Logistic Model
L 0 0.085 12 Harris Model
9 13 Exponential Fit
10 14 Modified Power
— 15 Sinusoidal Fit
1 16 Reciprocal Quadratic
12 17 Reciprocal Model
13
14
15 Data Plot
16 -
17 *
18
19
2'] - L
21 £
ETH| = . .
22 =
23 T,
24 * *
25 o
| e
26 »
2? - LAY L ar as T3 a2 ns
] LH X s (units)
CurveExpert 1.4 -- UNREGISTERED COPY NUM  [UNTITLED.DAT
r - =
[ 4th Degree Polynomial Fit = | B |t

Please prezs the right mouse button for the
graphing features menu. Press F1 for help.
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5. In the top right hand corner, appears some curves, from "1" and click on the curve, it will be

shown fitting curves in the bottom:
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6.Chose the best ELISA fitting curve, double click, it will be shown as below:
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Note: choose coefficient (i.e. the "r" value) the best curve equation for computing. Right hand

corner shown "r" value, when " r " value more close 1, the curve fitting more better.
7.Press [Ctrl] +[L], it will be shown as below:
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Entry OD value, click [Calculate] button, then you can get actual content of protein will be
detected(sample diluted N times, the value should be multiplied by N times)
8. If want to get the ELISA fitting curve equation, go back step 6 and right-click in the dialog box

space, select "Information”
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9.As will be shown below:

Meodel Information - [MMF Model] & - — Iﬁ

(Lo icientsET Histon TEDvarianceT Reziduals T Comments ]

bAF b odel Coefficients:
1.02225712702E-001

a=
d b= 4E4451620095E+005
e —I— CX c= 1.43015290792E +005
d= 8

5291 2722340E-001

Y= b+ x?

The parameters for the above model equation are
given to the right in the coefficient list,
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Click "copy" , paste it to Excell , you can get the following data:
Rational Function: y=(a+bx)/(1+cx+dx”2)

Coefficient Data:
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